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10 20 30 40 50 60 70 80 90 100 110 120
G GC @© TCGCATCTTTCGGGCTTTGTTAGCAGCCGG ATCTCAGTGGTGGTGGTGGTGGTGCTCGAGTTAT GCAACC GG AGGCAGCAT CGGTTTGGTAACGCTAACACGACTATCTTTT

WMWWWMWWWWMWWW\WN\A P W e A A A A A

130 140 150 160 180 190 200 210 220 230 240
TCAGGACCCAGGGTGCTGCTCAGAACACAATCGCTGGT TCGCTTGC CC T TCTTTGAAGGCGTCGATGCTACGGTT TGCTG TTCTTCCGGTGT GCTACGTGTT

A o AR P AR A A v AARA A AR A A v AR A A AR

250 260 270 280 290 300 310 320 330 340 350 360 370
TCCGGACGTTTCGGGCTCTCTTTAATGTTTTTCGGTGCATTTTCTT CCATACACAGAACCAGATCATCCACGATTTTGCCCAGTTTAT CAATGATGCTATAGTT GCT CAGGCCTTCGCTAATATT

W\N\N\NWW\/\/\K\/WV\M M A R /\/\J\/\/\/\MN\MN\/W\/\M\/\M MA/\/\/\/\NW\/\/\/\/\/W\/\/\/\/\ A

460 470
GCTG TTT TCC GC GTGTGGTC G CTC GGCTC GCTG T CC T TCACGC GCC C TGGCTCGGC G C TCCATACCGGCAACATAATT CAGGGT TC TAT TCGTTCGG

A A AR A A AR A AN AN A e AR A A/\/\f\/\/\f\f\/\/\ /\/\ AN AR AN

500 510 520 330 540 550 560 570 580 600 610 620
CAGATTGGCAACCAGTTTGGT AATATCTTTAACGTTATCGGT CACCGGATTACCGC TTTCTTTCATATGTATATCTCCTTCTT GTT C TTATTTCTAGAGGGGAATTGTTATC

A A A A AN AP AR A A AP VAR AR AR MM AAAR A A A A
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630 640 650 660 670 680 690 700 710 720 730 740
CGCTCACAATTCCCCTATAGTGAGT CGTATTAATTTCGCGGGATCGAGATCTCGATCCTCTACGCCGGACGCATCGTGGCCGGCAT CACCGGCGCCACAGGTGCGGTTGCTGGCGCCTATAT CG

A A A A A A AR AN AR AR AR AR N A A O

750 760 770 780 790 800 g10 820 830 840 830 860
CCGACATCACCGATGGGEGAAGATCGGGCTCGCCACTT CGGGCTCATGAGCGCTTGTTTCGGCGTGGGTATGGTGGCAGGCCCCGTGGCCGGEGEGACTGTTGGGCGCCATCTCCTTGCATGCAC

WWWWWMMWWWWWWMWWWWWWMWWWWWMMWWWWWWW

870 880 890 900 910 920 930 950 960 970 990
CATTCCTTGCGGCGGCGGTGCT CAACGGCCTCAACCTACTACTGGGCTGCTT CCTAATGCA GGAGTCGC T GGG GAGCGTCGAGAT CCCGGACACCATCG TGGCGC CCTTTCGCGG

\WW\/MMMW\K\ DA AR N\/\MN\@M P A A A A AT

1010 1020 1030 1040 1120
T TGGC TG TAGCGCCCGGAAGAGAGT CAATT CAGGGTGGTGAATGT G cc GT CGTT T CG TGTCGC G GT TGCCGGTGTCTCTT TC G CCGTTT CCCGCGTGGTG CCAGG CCAG

A A A A P P P A A A W AR P A B W MM

1130 1140 1150 1160 1170 1130 1190 1200 1210 1220 1230 1240
CCACGTTITCTGCG CGC GGG TGG CGGCGAT GGCGGAACT GAATTACTTTCCC CGCGTGGGC CAACT GGCGGGC TCTTTGTGATTGGGGTTGCACCTCCATIT GGG

A2 V0 e o TS W o S VP N N A T o W VA R 2 ot o R o




