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10 20 30 40 50 &0 70 80 10 120
CGEeCs TAG CTC TTTCGGGCTTTGTTAGCAGCCG G AT CTCACTCGAGGAGAGTTTAGACCTAGTCGCATTGCTGGAAGT AG TCGGETAATCGGCGCATTCCAACCGCCGTTTTCCGGC

e O e o A A A A A AR A A A A

130 140 150 160 170 180 30 240
GCTGGGTCAGACGTACCGGCTGATCCGCTTCAGGAACCGTACAT CCAACCTGGATAGGCGGCGCTTTCGAAGCTGCTTGTAAGGCCCATATCACGACGGTAGAAGGT CGATTTTG

A

TTCCTTTGCGCCCAGGTATAAT TCCATAATGTTGACCGGETTCCAGGGT TAAGGTAGGUTCCTGACCAACACCACAGCTCAGACACTGGCTCCCGCCCTGCACTCCT TCACCGGGCTCAGGG

A A A A A A A A A AR A A A MR

CGCATCCAACCAGCGGTTCGGAACCACGCTAATCTCTTCACCCTTGATTACTTTGCCTGCGT GAAGCCCACCCGCTAACAGCTGATTGTTATGCAGGT GGACTTTTAAGGCGCTATCTTTC

A AR A A AN AAAAR A A AAAAAMACA AN AAAAMADAA A A A A AR AR AR

TGCGG CACAACGCCCCTGATAACACGCCACCAATCTGTTCTCTGTGAGCCTCAATAATATCGTTATCCTCCATGTCC TCTTCAGGGGTCTGATCAGCTTGAATTCTAATACCGTCGTAC

AR A AR A A A AARA A A A AN A AR AR AMAAMAN A A A AR
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630 540 B60 560 570 680 630 700 710 720 730 740
GAATCTTAAGGAGTCCATTTCCTTACCCTGTCTTTTAGCGAACGCTTCCATCAGCCTTCTT GGAGTGGTCTTTTTGATCTT GAAGAAGATTTCTGAAGAT CCATCGGACACCTTT T

e

TGATGTGAGTCTCAGGCTTGACTTCTGGCTTGACCTCTGGCTTAGCTTCTT GATT GACTT CT GAGT CCGACATT CCATGGTGATGGT G AT GGGTGATGCGATCCTCTCATATGTATATCTCC

A A P A A A A A A A A AR A M A AP AR A AR AN

570 580
TTCTT GTT C TTATTTCTAGAG EGAATT GTTAT CCGCTCACAATT CC CCTATAGTGAGTCGTATT AATTTCGC GGG AT CGAGATCGATCTCGATCC TCTACG CC G ACGC

AP A AR AR AT W AR PR AP A A A A A AR AR A

990 1000 1010 1020 1030 1040 1060 1060 1070 1080 1090 1100
TCGTGGCCGG CATCACC GG CGCCCCAGGTGCGETT GCTGGCGCCCTATTT CGCC GACATTCC CCGAATG GRGGE TCGGGCTCCCCCCTTTC GGGCTCATG AGCCCCTT GTTTT

AR M AP ARSI A A A M AAAANAAMAY NG A




