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10 an 30 40 50 &0 0 80 g0 100 110 120
GEAAT EGO0HGE TCY TT CCC TCTAG AATAATTTT GTTTAACT TTAAGAAGGAGAT AT ACATAT GAGAGGATCGCATCACCAT CACCAT CACCATGGAATGTCGGACTCAGAAGTCAATCAAG

7S X S0 A A AN A A A A A A A A AN AR A A A

GCTAAGCCAGAGGTCAAGCCAGAAGTCAAGCCTGAGACT CACATCAATTT GGTGTCCGATGGATCTTCAG TCTTCTTCAAGATC GACCACTCCTTTAAGAAGGCTGATGGAAGC

A

340 370
GTTCGECT GACAGGGTAAGG TGGACTCCTTAAGATTCTTGTACGACGGTAT TAGAATTCAAGCTGATCAGACCCCTGAAGATTTGGACATGGAGGATAACGAT AT TATTGAGGCTCAC

A A A A A A A AR A A AR AR A AR A AR A A AR ANy

GAGAACAGATTGGTGGCGTGTTATCAGGGGCGTTGTGTTTCCGCATG GATAGCGCCTT GTCCTTTACCTGCATAACAATCAGCTGTTAGCGGGTGGGCTTCACGCAGGC GTAATC

A A A A A A A AR A A A A A AN AR A AR AN AR

GGGTGAAGAGATTAGCGTGGTTCCGAACCGCTGETTGGAT GCGTCCCTGAGCCCGGTGATTTTAGGAGT GCAGGGC GGG AGCCAGTGTCT GAGCTGTGGTGTT GG TCAGGAGCCTACCTT AAC

T O T
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B30 540 50 B60 B70 580 B30 700 710 720 730 740 780
CCTGGAACCGGTCAACATTAT GG AMATTATACCTGGGCGC GGAATC TCETTTACCTTCTACCGTCGTGATAT GGG CCTTACAAGCAGCTTCG GCGCCGCCTAT CCAGGTT GGTTTTT

A AR A AN A P A A AR AN AP AP A A A A AR Ay M

870
TGTACGGTT CCTGAA GC GG ATCAGTC GGTACGTCTGACCCAGCT G AUz CO CGETT GGAATG CG GATT ACCGATTTCTACTT CCA GCAATG CGACT AGGTCT CTCT QCTCGAGT

A AN A MR A AR WA A AR AN a0 AN AN WA,

900 910 940 1000
GAGAT QCGG CTGCTAAC GCCCG GGAAGCTGAGITGGCTGLN GCCACC GUIGAG CAATALCTAGC AT AACC CCOTT GGGG CCTCT CEQETCTTGAGG GTTTITTGITG GGA G

1010 1020 1030 1040 1060 1060 1070 1080 1090 1100 1110 1120 1130
CTAT TTC GGG AT G GGASGT GG GAACACCOCCCCGET ACCGL ® CAA TTAA COC GCEGEGE GGG GGGLG A TTOCCEA GTAT GACG AGCTA ACCTTTGIC CAGGCTC CCCA AITOGCEC CCAETTICTTT




