[Human BMP-9]
NCBI: RecName: Full=Growth/differentiation factor 2; Short=GDF-2; AltName: Full=Bone morphogenetic protein 9; Short=BMP-9; Flags: Precursor
=>Accession #Q9UK05
=>N-terminal Sequence Analysis :Ser320
1. Amino acid sequence (R&D systems : Ser320-Arg429) 
>UniProtKB/Swiss-Prot: Q9UK05.1
>sp|Q9UK05.1|GDF2_HUMAN RecName: Full=Growth/differentiation factor 2; Short=GDF-2; AltName: Full=Bone morphogenetic protein 9; Short=BMP-9; Flags: Precursor

ORIGIN      
[bookmark: sequence_Q9UK05.1]        1 mcpgalwval pllsllagsl qgkplqswgr gsaggnahsp lgvpggglpe htfnlkmfle
       61 nvkvdflrsl nlsgvpsqdk trveppqymi dlynrytsdk sttpasnivr sfsmedaisi
      121 tatedfpfqk hillfnisip rheqitrael rlyvscqnhv dpshdlkgsv viydvldgtd
      181 awdsatetkt flvsqdiqde gwetlevssa vkrwvrsdst ksknklevtv eshrkgcdtl
      241 disvppgsrn lpffvvfsnd hssgtketrl elremisheq esvlkklskd gsteagessh
      301 eedtdghvaa gstlarrkrs agagshcqkt slrvnfedig wdswiiapke yeayeckggc
      361 ffpladdvtp tkhaivqtlv hlkfptkvgk accvptklsp isvlykddmg vptlkyhyeg
      421 msvaecgcr

2. DNA sequence (Codon optimization) : Ser320-Arg429 Sequence optimized (IDT)
ATG AGT GCC GGA GCT GGT TCG CAC TGC CAA AAA ACG TCA CTT CGT GTG AAT TTC GAG GAC ATT GGG TGG GAC TCG TGG ATC ATT GCC CCG AAA GAG TAT GAG GCG TAT GAA TGT AAA GGC GGA TGC TTT TTT CCG CTG GCC GAC GAC GTT ACC CCG ACG AAA CAC GCG ATA GTC CAA ACG CTT GTA CAT TTA AAA TTC CCA ACT AAG GTA GGC AAA GCC TGT TGT GTC CCT ACA AAA TTG TCC CCC ATT TCT GTT CTG TAC AAA GAC GAC ATG GGC GTG CCT ACT TTG AAA TAT CAC TAT GAA GGG ATG TCT GTA GCG GAG TGT GGG TGT CGC TGA
