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10 20 30 40 50 60 70 80 90 100 110 120
TGTGAT®G TCL TTC CCTCTAGAATAATTTT GTTTAACTTTAAGAAGGAGAT AT ACATATG AGTGCCGGAGCTGGTTCGCACTGCC CGTCACTTCGTGTGAATTTCGAGGACATTGG

AN A A W A AN WA WA W AP A W

130 140 150 160 170 180 190 200 210 220 230 240
GTGGGACTCGTGGATCATTGCCCCG GAGTATGAGGCGTATGAAT GT GGCGGATGCTTTTTTCCGCTGGCCGACGACGTTACCCCGACG CACGCGATAGTCC CGCTTGTACATT

‘\/\/\/\/\/\/\/\/\/\/\/\M/WWW\/\ AW /\/\IM/\JV\/\/\/WWWWWN\I\N\AN\/\NW\/\/\A AP A AN

260 270 280 290 300 310 330 340 350 360 370
T TTCCCAACTAAGGT AGGC GCCTGTTGTGTCCCTAC TTGTCCCCCATTTCTGTTCT GT AC G CGACATGGGCGTGCCTACTTTG TATCACTAT GAAGGGATGT CTGT AG

A AR AN A NWWNVW/\MN\/WW\M /\/\/\ANW\/\/\ANV\/\/W\/\/\ /\/\f\/\/\f\f\ N\/\/\KWW\M

440
felele GTGTGGGTGTCGCTG cTCG GC cc ce cc cc cc CTG G TCCGGCTGCT CAAAGCCCGAAAGG GCTG GTTGGCTGCTGCC CCGCTG Ge T CTAGC T CCCCTT

A WA A e MO A MM AR A VAR /\/M/\/\WNV\ANWM!\/W\/\/\ NP

500 510 520 530 540 350 560 570 580 600 610 620
GGGGCCTCT CGGGTCTTGAGGGGTTTTTTGCTG GGAGGAACTATATCCGGATTGGCGAATGGGACGCGCCCTGTAGCGGCGC TT GCGCGGCGGGTGTGGTGGTT CGCGCAGCG

PP AAAMAAARA A W A AP A AR AN M A A W AR
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630 640 650 660 670 680 690 700 710 720 730 740
TGACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCCACGTTCGCCGGCTTTCCCCGTCAAGCTCT TCGGGGGCTCCCTTTAGGGTTCCGATT

AN AN M A ARAAAARA AR AP AR AR VPR

750 760 770 780 790 800 810 820 830 840 830 860
TAGTGCTTTACGGCACCTCGACCCC CTTGATTAGGGTGATGGTTCACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCCTTTGACGTTGGAGTCCACGTTCTTTAATAGTGG

‘\NW\/W\/\{\/\/\/\/\W/V\M WMWWWWMMWMNWWWWW Ny

870 900 910 920 930 940 950 970 990
CTCTTGTTCC CTGG C C CTCAACCCTATCTCGGTCTATTCTTTTGATTTAT AAGGGATTTITGCCGATTTCGGCCTATTGGTT TGAGCTGATTT AAC TTTAACGCGAATT

/MWW/WﬂWWWMWWWMWMMﬂWW%MMMMWW AN A AP AP

1000 1010 1030 1040 1050 1060 1070 1080 1050 1100 1110 1120
TT AAC TATTAACGCTTAC TTT GGTGGCACTTTT CGGGG TGTGCGCGGAACCCCTATTTGTTTATTTTTCT TACATTC TATGTATCCGCTCATGAGAC ATAACCCTGAT TG

ANV A AN AP AN AN PRI AN AN WA

1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240 1250
CTTCATAATATTG GG GTTGAGTATTCMACATTT CCGGGTCGCCCT ATTCCCTTTTTG GGGATTITGCCTCCCGGTTTT GCCACCC CC GGGG T GC GAGAAT

AN A AP D RANON MY AR A A MNP IR AN AN




