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10 20 30 40 50 60 70 80 90 100 110 120
C AXCTGGGG AT GGTGCTTGTETAGCTCTTGCTGTGGCTCTCGCAGTGGGGG ACCAGTCCAACTTGGGGGGATCCCGGTCCGAAGCGCGCGGAATTC GGCCTACGTCG ACGAGCTCACT AG

e AN A A WA A A A e AN AN A AP

130 140 150 160 170 130 190 200 210 220 230 240
TCGCGGCCGOCTTTCOAATCTAGAGCCTGCAGTCTCGAGGCATGOGGTACCAAGCTTGTCGAGAAGTACTAGAGGATCATAAT CAGCCATACCACATTTGTAGAGGTTTTACTTGCTTT

VA A M WAN AN WA W A W A /\/\NV\AM/\/\/W\/\ANW\/\AWNWV\

250 260 270 280 290 300 310 320 330 350 360 370
CCTCCCACACCTCCCCCTGAACCTG CAT TGAATGCAATTGTTGTTGTTAACTTGTTTATT GCAGCT TATAATGGTTAC T GC TAGCAT CAC TTTCAC T GC

A AMAAAAA A A A A AR AN A AR AR VA AR A AR AN AV,

400 490
TTTTTTTC CTGC TTCT GTTGTGGTTTGTCC CTC TC TGT TCTT TC TGTCTGG TCTG TC CTGCTTG GCCT GG G TCCG CC GAT GTG TCTAGTTCC CT

WA WA A A A A AN A AN A AN A A W A AV A

500 510 520 530 540 550 560 570 580 590 600 610 620
TTTTGTCATTTTTAATTTTCGTATTAGCTTACGACGCTACACCCAGTTCCCATCTATTTTGTCACTCTTCCCT TAATCCTT CTCCATTTCCACCCCTCCCAGTTCCCAACTATTTTGT

WA A MY AN A A AN AN A A MW VA AR
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630 640 650 660 670 680 690 700 710 720 730 740
CCGCCCACAGCGGGGCATTTTTCTTCCTGTTATGTTTTTAATC CATCCTGCCAACTCCATGTGAC CCGTCATCTTCGGCTACTTTTTCTCTGT CACAG TG TTTTTCTGTCAT

M\M\AMW\AMNW\N\!\/\[\NV\/\J\N\/\/V\ A AN A A A A AR AN AN A A ADAAAA A

750 760 780 790 &00 810 820 830 840 850 860 870
CTCTTCGTTATT TGTTTGT TTG CTGAATATCAACGCTTATTTGCAGCCTG TGGCGAATGGGACGCGCCCTGTAG CGGCGCATTAAGCGCGGCGGGETGGI GG TGGTTACGCGCAGCGTG

APARA A A A A A A A AP AR A A AR AR AP AR A MM A A AR

880 890 900 910 920 930 940 950 960 970 980 990 1000
CCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTITCTCGCCACGTTCGCCGGUCTTT CCCCGTCAAGCTCT TCGGGGGCTCCCTTTA GGGTT CCGATTTAGTG

LA A A A AW AP AV AN M AP PPN Y

1010 1020 1030 1040 1050 1060 1070 1080 1090 1100 1110 1120
CTTTACGGCACCTCG ACCCC CTTGATTAGGGTGAT GGTTCACGTAGTGGGCC ATCGCCCTGATAGACGGTTTTCGCCCTTTGACGTTGGAGT CACGTT CTT AATAGTGGACT CTIGTT CC CT

AN P AN A AR N AN M W A A A I VA A DA M

1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240 1250
GG AACACACTCAACCCTATCTCGGTCTATTCTTTGATTTT GGGA TTTGCCGATITCGGCC TGGTT TGACTGATTTAAC TIT ACGCGAATTT TTACGCTTACATT

YA AN AN AN AP AP VAN A A AP A AL A NN AR g AR AN




