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10 20 30 40 50 60 70 80 90 100 110 120
GAAGC @ TACTAX TG ACGCTTTTTATC GCAACT CTCTACTGTTTCTCCATACCCGTTTTTTGGGCTAACAGG AGGAATT TG CCGCAATTGCCATTGCAGTTGCACTGGCAGGT

memwmwwwmwwm AV A /\/\/\MM/\/\/W\/\MIW\/\W

130 140 150 170 180 190 200 210 220 230
TTTGCAACCGTTGCACAGGC CAGCGAT GCG TGTCCGCTG GCCATGATGGTTATTGT CTGCATGAT GGTGTGTGCATGTATATTGAAGCCCTGGAT T TGCCTGC TTGCGTTG

Ao ARV PV AR AP AR A A A AR A A A A A AR e e A A

250 260 270 280 290 300 310 320 330 340 350 360 370
ITTGGTTATATTGGTGAACGTTGCCAGTATCGTGATCT G TGGTGGGAACT GCGTTAAGGGGTTCTCAT CATCATCAT CATCATGGTATGGCTAGCATGACT GGTGGACAGC TGGGT CGGG

\/\/WV\/\M/W\/\ A ARARA AN AN AR NWWV\MMM/\/\N\/\/\/W\/\AMMMMMN\AMAM MM

490 500
TCTGT CG CG TG CG TAAGG TCCG GCTCG G TCTGC GCTGGT cC T TGGG TTCG GCTTGGCTGTTTTGGCGG TG GAG G TTTTC GCCTG TACAGATT TCAGAAC

/\/\!\/\/\/\A/\f\/\f\/\f\/\ PR A A AR A NWMWN\/\WV\N\/\/\ NN AN AN

510 530 540 550 560 570 590 600 610 620
GCAGAAGCGGT CTGAT C GAATTTGCCTGGCGGCAGTAGCGCGGETGGTCCCACCTGACCCCATGCCGAACTCC G GTG CGCCGTAGCGCCGATGGTAGTGTGGGGTCTCCCCATGCG

WA AR A AR A AWM AN e AR A A AN WA WA A Y
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630 640 650 660 670 680 690 700 710 720 730 740
GAGTAGGG CTGCCAGGCATC T CG GGCTCAGTCG GACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGT AGGAC TCCGCCGGGAGCGG

VAN MM A A MMWWWMMMMWMWMM%MWWMMNM AR A

750 760 770 780 790 800 810 820 840 850 860 870
TTTGAACGTTGCGAAGC AACGGC CGGAGGG TGGGECGGEGGCAGGACGCCCGCCAT CTGCCAGGCATC TT GC G GGCC TCCTGACGGATGGCCTTTTTGCGTTTCTAC CcT

MHWWNWWWMMWMﬁMWW\WMWMMMWMWWMMWWWWWMAM

880 890 910 920 930 940 950 970 980 990
CTTTTGTTTATTTTTCT TACATTC T TGTATCCGCT CATGAGACAAT AACCCTGAT TGCTTCAATAATATTG GG G GTATGAGTATT CAACATTTCCGTGTCGCCCTT

oA AR A A A A e A A A e AR MANWWUWAMWWMWW

1000 104 1050 1060 1070 1080 1050 1110
TTCCCTTTTTTGCGGC TTTTGCCTTCCTGTTTTTGCTC CcCC G CGCTGGTG GT GATGCTGAAGATCATTGGTGGGCCC GGGGGTTAC TCC CTGGATCTCA CAGCG

(g AR AR AN AR AN N YA S LA AN NN AN

1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240
GTAGAATCCTTGAGAGTTT C GCCCCCAAG GTTTTCCATGATGAAGACTTTT GTCTGCTC TGTGGGGGGGGGTTTTT CCCGGGTTGACCCC GGGL A GAAG CTCGGTCGCCGCTAACT

AR A Sa NNV A AN NN A AR NN A N MM A A AN A AMB AR MM




