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10 20 30 40 50 60 70 80 90 100 110 120
TCAGATIC TT T CC&CC CLGCC AGCTTCGAATTCCCATATGGTACCAGCTGCAGATCTCGAGCTCGGATCCTTAT CGTCATCGTCGTACAGATCCCGACCCATTTGCTGT CCACCAGT CATGCT

o000 AN WAWMWAWWWWWMWMWWMWW

130 140 150 160 170 180 190 220 230 240 250
GCCATACCATG ATGAT GATGAT GATGAGAACCCCTTAACGCAGTTCCCACCATTTCAGAT CACGAT CTGGC CGTTC CC T TAACCAACAACGCAATTGCAGGCATATTTAT CCAGGGC

AV AR A A AR A AN A A AR A A AR AR MM A A A AN A WA A P A

260 270 280 290 300 310 320 330 340 350 360 370
TTCAATATACATGCACACACCATCATGCAGACAAT CCATCATGGCT CAGCGGACATTCGCTATCGCTGTTTGCCTGT GCAACGGTTGC CCTGCCAGTGCAACTGCAATGGUCAATTGCGG

[ /\/\/\/\/\/\/\/\/\f\/\/\/\/\/\/\/\ i PN e PR AR AR A M A P AR AR

420 440 470 430 490
TTTTTTTC TTT TTCCTCCTGTT GCcCc CGGGTAT GGAG C GT G GAGTTGCGAT GCGTC GGT GG TCCGCT TCTTATGGAT TGCTATGGCATAGC

ﬂMWMMﬂMMWMMMM A AN A N e A A AW A A

510 530 540 550 560 570 580 590 600 610 620
GTGTGACGCCGTGC T TC TGTGGACTTTTCTGCCGTGATTATAGACACTTTTGTTACGCGTTTTTGTCATGGCTTTGGTCCCGCTTTGTTACAGAATGCTTTTAATAAGCGGGGTTAC

AV AR P A A AN A A P AN AN A AV A M
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630 640 650 660 670 680 690 700 710 720 730 740
CGGTTTGGTTAGCGAGAAGAGCCAGT GACGCAGTGACGGCAATGTCT GATGCAATATGGACAATTGGTTTCTTCTCTGAATGGCGGGAGTATG GTATGGCTGAAGCGC TG

AARARAPA A AN AR A AR A A e AR AR AR A MMWAMW/W

780 790 800 810 820 830 840 850 860
CGCCGATTGAGGCCAACGGTTATCTCGATTTTTTTATCGACCGACCGCTGGG AATG GGTTAT TTCTC

750 760 770
TCCCCTGCTGCCGGGATACTCGTTTAATGCCCATCTGGTGGCGGGTTT

WWMWWMMWMMWWWWWWMNMMMW&WMWWMWWWWWMW&M/WMWM

880 890 910 920 930 940 950 960 970 980 990 1000
TCTCACCATT CGCGGTC GGGGGTGGTG TCAGGGACGAGAATTTGTTTGCCGACCGGGTOGATATTTITGCTGTT CCCGCCAGGAGAGATTCATCACT ACGGT CGT CATCC GGAGGCTCGCGAATG

L L e e AMMWMWMM{\ o

030 1050 1070 1080 1050 1120 1130
GTATCACC GTGGGTTT CTTTCGTCCGCGCGCCT CTGGC TGAATGGCTT CTGGCCGTC TATTTGCCAATACGGGGTIC TTTCGCCGGAT G CGCCCCGCGC TTTT CCGACCT GITGGGC

AV W AR M AN WA MMM A N e PP

1140 1150 1160 1170 1130 1190 1200 1210 1220 1230 1240 1250
TCATT AACGCCGGGCAAGGGAAGGGGCTATTC GAACTGCTGC GAT CTGCTGGG CAATGTT ATGC GGGCA GG COAT AACAATCCTC TOC CCCA GG

CGGTACCCAGCTGTCGT CTCCC




