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10 20 30 40 50 60 70 80 90 100 110
GC TGACT TCA TTCCC TCTAG TAATTTT GTTTAACT TTAAGAAGGAG AT AT ACATATG AGAGGAT CGCATCACCATCACCAT CACCATGG AATGT CGGACTCAGAAGTCAATC

r“\%ffxﬂo(\(\/\ AR A A W WA AN W A A A AR AR A A A AR PP A

130 140 150 160 170 180 150 200 210 220 230 240
G GCT GCCAGAGGTCAAGCCAGAAGTCAAGCCTGAGACT CACAT CAATTT GGTGTCCGATGGATCTTCAG TCTTCTTCAAGATC GACCACTCCTTTAAGAAGGCTGATG

NN A A f\/\[\ NAAIA e AR A AR /\/\/W\/W\ A /\M/\/\/W\/\/\ AR

250 260 280 290 300 310 320 340 360
GAAGCGTTCGCT GACAGGGT GG TGGACTCCTTAAGATTCTTGT ACGACGGTATTAGAATT CAAGCTGATCAG CCCCTG G TTT GGACATGGAGG T CG TATTATT GAGGC

NN /\/\NW\ AN A A A A A AW VA A A, wvwwm AN

370
TCACAGAGAAC G TTGGTGGC C GCGAT GCG TGTCCGCTG GCC TG TGGTT TTGTCTGC TG TGGTGTGTGC TGT TATTG GCCCTGG T T TGCCTGC TTGCGTTGTT

VAV AR A WWWWMWNMWMWMM\J\WAW A /\/\/\N\N\/\ AN

500 510 520 550 560 570 580 590 610
GGTTATATTGGTGAACGTTGCCAGTATCGTG TCTG TGGTGGG CTGCGTT GTCT CTCTCCTCGAGTGAGATCCGGCTGCT AAC GCCCG GG GCTG GTTGGCTGCTG

P PPN AN A AN A MR A AW A AP A A A AR A
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620 630 640 650 660 670 680 690 700 710 720 730
CCACCGCTGAGCAATAACTAGCATAACCCCTTGGGGCCTCT CGGGTCTTGAGGGGTTTTTTGCTG GGAGG CTATATCCGGATTGGCGAATGGGACGCGCCCTGTAGCGGCGC

PPN AN MM AR AN A A MY /\NWMM/VW\AW\W\/\

740 750 760 770 780 790 800 810 820 830 840 830
TTAAGCGCGGCGGGTGTGGTGGTTACGCGCAGCGTGACCGCTACACTTGCCAGCGCCCTAGCGCCCGCTCCTTTCGCTTTCTTCCCTTCCTTTCTCGCC CGTTCGCCGGCTTTCCCCGTC

A MM AV AP A A AP AN AP AR MM A )

870 880 890 900 910 920 930 940 950 960 970 980
GCTCT TCGGGGGCTCCCTTTAGGGTTCCGATTTAGTGCTTT ACGGCACCTCGACCCC CTTGATTAGGGTGATGGTT CACGTAGTGGGCCATCGCCCTGATAGACGGTTTTTCGCCC

A A AP, A A NN A o AP A AN AR AP AR A A A i

990 1000 1010 1020 1030 1040 1030 1080 1110
TTTGACGTTGGAGT CCACGTTC TTT AATAGTGGACTCTTGTT CC CTGG CAACACTCAACCCT TCTCGGTCT TTCTTTTG TTTT GGG TTTTGCCG TTTCGGCCC TTGGTT

A YA A A AN A AP M AP AR AN AR AP MG AN AN

1120 1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230
TGAGCTGATTT AC TTT AACCCG TTTTAC TATT CGCTTTC TTTAGGTGGGACTTTT CGGGG GGGGCC GG CCCCCATTTGTTTATTITTTT TT

LAV N PRI AV AP AR VA




