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10 20 30 40 50 60 70 80 90 100 110 120
C AACAATTI CCACTCTAGAATAATTTT GT TTAACT TTAAGAAGGAGAT AT ACATAT G AGAGGAT CGCAT CACCATCACCATCACCATGG AATGTCGGACTCAGAAGT CAATCAAGAAGCTAAG

e, o A Y

130 140 150 160 170 180 190 200 210 220 230 240
CCAGAGGTCAAGCCAGAAGTCAAGCCTGAGACT CACAT CAATTT AAAGGTGTCCGATGGATCTT CAGAAATCTTCTTCAAGATCAAAAAGACCACTCCTTTAAGAAGGCTGATGGAAGCGTT CGC

250 260 270 280 290 300 310 320 330 340 350 360 370
TAAAAGACAGGGTAAGGAAATGGACTCCTTAAGATTCTTGTACGACGGTATTAGAATTCAAGCT GATCAGACCCCTGAAGATTTGGACAT GGAGGAT AACGATATTATTGAGGCTCACAGAGAAC

A\

10 2 430 440 430 460 470 480 490
AGATTGGTGGCCACGGCACAGTCATT GAAAGCCTAGAAAGT CT GAATAACTATTTTAACTCAAGT GGCATAGATGT GGAAGAAAAGAGT CTCTTCTTGGATATCT GGAGG AACTGGCAAAAGGAT

A A '

500 510 520 530 540 550 560 570 580 590 600 610 620
GGTGACATGAAAATCCTGCAGAGCCAGATTAT CTCTTTCTACCT CAGACTCTTTGAAGTCTTGAAAGACAATCAGGC CATCAGCAACAACATAAGCGTCATTGAAT CACACCTGATTACTACCTT
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630 640 650 660 670 680 690 700 710 720 730 740
CTTCAGCAACAGCAAGGCG GGATGCATTCAT GAGTATTGCCAAGTTTGAGGTCAACAACCCACAGGTCCAGCGCCAAGCATTCAATGAGCTCATCCGAGTGGTCCACTGAGTCT CTC

A A A A A AR AL A AN AR A M A ARARA A A AR AN A Y

750 760 770 780 790 800 810 820 830 840 850 860 870
TCCTCGAGTGAGAT CCGGCTGCT AAC GCCCG GG AAGCTGAGTTGGCTGCTGCCACCGCTGAGCAAT AACTAGCATAACCCCTT GGGGCCTCT CGGGTCTTGAGGGGTTTITTGCTG

W WA AR AP M N\A{\M\W\/\M\[\M\W{\N\/\ R e e T U W e

880 890 900 910 920 940 950 960 970 980 990 1000
GGAGGAACTATATCCGGATT GG CGAAT GGG ACGCGCCCTGT AGCGG CGL 'IT GCGCGGCGGGTGTGGTGGTT CGCGAAGCGTIGACAGCTACAGTTGCAGCG CCTAGTGCCGCTCCTTTCGC

MU mwwmm&mw/\ Mwmmﬁ@mwww@wm

1050 1060 1080 1120
TGI‘CTTCCGTCGTITGTC C CGTT G CGGCTTTCCGCGC GCTCTAATC GGGGGCTCCCTTCAGG TTCCG TTTATGCTTT CGGG CTCT CCCC CTTG T CGGG GGTT CAC

1130 1140 1150 1160 1170 1130 1190 1200 1210 1220 1230 1240
TCCCGGCGC CCCCCTGC GGTTTT GGCCTTTG G GGT GG CCCCGTCCT CCTTGTCG GGG G CCATGGEGGTCTTTTCT TGATTT GGGITTTGCAC




