L]

macrogen
File: 13 T7terminator.abl Run Ended: 2025/5/28 4:45:24 Sgnal G:1072 A:1672 C:2169 T:3234 ‘%}
Sample: 13 T7terminator Lane: 22 Base spacing: 14.76614 1617 basesin 19247 scans Page 1 of 2

10 20 30 40 50 60 70 80 90 100 110 120
CGMCTCA C TTCTUOTCG GGCTTTGTTAGCAGCCGG ATCTCACTCG AGG AGAGTTTAGACTCAGTGGACCACTCGGATGAGCTCATTGAATGCTTGGCGCTGGACCTGTGGGTTGTTGACCTC

o0 A AL AR AR A A AR WA AP AN A

130 140 150 160 170 180 150 200 210 220 230 240
CTTGGCAATACTCATGAATGCATCCTTTTTCGCCTTGCTGTTGCTGAAGAAGGTAGTAATCAGGTGTGATTCAAT GACGCTTATGTTGTTGCTGATGGCCTGATTGTCTTTCAAGACTTC

o A AR A A AR ARARAAAAAA A A A A e A A A VA A MN\A

250 260 270 280 290 300 310 320 330 340 350 360
GAGTCT GAGGTAG GAGATAATCTGGCTCTGCAGGATTTTCATGT CACCATCCTTTTGCCAGTTCCTCCAGATAT CCAAGAAGAGACTCTTTTCTT CCACATCTATGCCACTTG GTT

A A AR AP AR A AR AR MO AU A AN g AR A AN A

380 390 400 410 420 430 440 4350 460 470 480 490
TAGTTATT CAGACTTTCTAGGCTTTCAATGACTGTGCCGTGGCCACCAATCTGTTCTCTGTGAGCCTCAATAATATCGTTATCCTCCATGT CC TCTTCAGGGGTCTGATCAGCTTGAATTCT

A A AN A WA A A AN AP A A A A AN A A

500 510 520 530 540 350 560 570 580 590 600 610 620
TACCGT CGTACAAGAATCTTAAGGAGTCCATTTCCTTACCCTGTCTTTTAGCGAACGCTT CCATCAGCCTTCTT GGAGTGGTCTTTTTGATCTTGAAGAAGATTTCTGAAGATCCATCGG

P e AN A AN AR AR AMA A A A AR AR A A AR AR AP
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630 640 650 660 670 680 690 700 710 720 730 740
CACCTTT TTGATGTGAGTCT CAGGCTTGACTTCTGGCTTGACCTCTGGCTTAGCTTCTTGATTGACTT CTGAGTCCGACATTCCATGGTGATGGTGATGGTGATGCGATCCTCTCATATGT

AN AN A AR AN A AN A A AN AR AR WA AR AN A A P M A e AL

750 760 770 780 790 800 810 820 830 840 850 860 870
TATCTCCTTCTT GTT C TTATTT CTAGAGGGGAATTGTTAT CCGCTCACAATT CCCCTATAGT GAGTCGTATTAATTTCGCGGGATCGAGATCGATCTCGATCCTCTACGCC GG

AN AP A AR A R ARAA A AN A A A A AN AR

880 890 900 910 920 930 940 950 960 970 980 990 1000
CGCATCGTGGCCGGCATCACCGGCGCCACAGGTGCGGTT GCT GGCGCCTATATCGACGACATCA CE@AT GG AGAAGAT CTGGCTCA CCACTTC GGGCT CATGAGCGCTGITTT CGCATGGGTAT GG T GC

o P AR A AW AN AN W A A A

1020 1030 1040 10350 1080 1090 1100 1110 1120
CAGGCC CGTGCCC GG GGACTGTTGGGTC CCATC ACATGCATGC ACAATT CCTGCTGGGGC GGTGCTC GGCCCCACCTAATATGAE GG GATTT CT AA GG CGGGAATCCAAT AGGG AGACGGC

AWM A A A A AA A A SN A AR S A P G L e

1130 1140 1150 1160 1170 1180 1190 1200 1210 1220 1230 1240 1250
TTCCGGGACCATCAC GGG GG CTITCCCGGTGGG CAGG CCC CC GG GGGGT CCC GG T GGG qGG G CGG GAGGTCT TATTTTAC GGGGC QGGG CTTTT T

T A N AV o i A Y T




