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10 20 30 40 50 60 70 80 90 100 110 120
T @ TAGC TCTTTCGGGCTTTGTTAGCAGCCGGATCTCAGTGGTGGTGGTGGTGGTGCTCGAGTCAGCGACACCCACACTCCGCTACAGACATCCCTTCATAGT GATATTTC GT AGGC

D@WMMMWWWWWWWW A/\J\N\/\AW\/U\[WW\/\MN\/WW\/\/\N\/\MV\/\/\ A

130 140 150 160 170 190 200 210 230 240
CGCCCATGTCGTCTTTGTACAGAACAG TGGGGGACAATTTTGTAGGGAC C C GGCTTTGCCTACCTTAGTT GGGAATTTT TGT C GCGTTTGG CTATCGCGTGTTTCGTCG

AR APV A A A A AR A AR A /\/\/\/\ /\/\/V\MMN\NWW\/WWW\/\N

250 260 270 280 290 300 310 320 330 360 370
GGGTAACGTCGTCGGCCAGCGG GCATCCGCCTTTACATTCATACGCCTCATACTCTTT CGGGGCAAT GATCCACGAGTCCC CCC TGTCCTCG TTCACACGAAGTGACGTTTTTTG

WA WA /\MNW\/WW\N\/\/\/\/\MM/\MN\/\/\/WW\I\ MW/V\NWV\/W\ AR e /W\/\ANV\W

400 470
GC GTGCG ccC GCTCCGGC CTCATATGTAT TCTCCTTCTT GTT C TT TTTCT GAGGGG TTGTT TCCGCTC CAATTCCCCTAT GTG GTCGT TT TTTCGCGGG

WA PN A AR ARAAAAM AN ARANA A WA A AMARAAAAAR A MMM A AR A AR

510 520 530 540 550 560 570 580 590 600 610 620
TCGAGATCTCGATCCTCTACGCCGGACGCATCGTGGCCGGCATCACCGGCGCCACAGGTGCGGTTGCTGGCGCCTATATCGCCGACATCACCGATGGGGAAGATCGGGCT CGCCACTTC GGGCTC

A AP MM A AN W MMM AN A AN P M WA W A AM AN
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630 640 650 660 670 680 690 700 710 720 730 740 750
TGAGCGCTTGTTTCGGCGTGGGTAT GGTGGCAGGCCCCGTGGCCGGGGEGACTGTTGGGC GCCATCTCCTTGCATGCACCATTCCTTGCGGCGGCGGTGCTCAACGGCCTCAACCTACTACTGG

IV AAMARMAN AN WA AR A AN A AMMARMA M A WWW\ PNV

760 770 780 790 800 810 820 830 840 850 870
GCTGCTTCCTAATGCAGGAGTCGCATAAGGGAGAGCGTCGAGATCCCGGACACCATCGAATGGCGC CCTTTCGCGGTATGGCATGATAGCGCCCGGAAGAG GTC TTC GGG TGGT

v\f\/\/\/\/wm PN WA AAA W A W A A A AR A AP WA A A A A M,

890 900 910 920 930 940 950 960 970 980 990
G TGTG CCAGT CGTTATACGATGT CGCAGAGTATGCCGGTGTCTCTTATCAGACCGTTT CCCGUGTGGTGAACCAGGCCAGCCACGTTTCTGCG CGC GGG GTGGAAGC GG

N WMWAWWWAWM PPN A M A

1000 1010 1020 1030 1100 1110 1120
CGATGGCGGAGCTGAATTACATT CCCAACCGCGTGGCAC C CTGGCGGGC C GTCGTTGCTG TTGGCGTTGCC CCTCC GTCTGGCCCTGC CGCGCCGTCGC TTGTCGCGGCGAT

M MMM A M AN A AN RO A A

1130 1140 1150 1160 1170 1130 1190 1200 1210 1220 1230 1240
T TCTCGC GCGATCACTGGGTGCCACCCGGGT GGTGTCCATGG T C CGGCGTCC CCTGT GGGUGGTGGCCAATCTTTTC C GC CCGGTCAGGGGG CGGAT ATT T

LA N NI DR AT DIYN AN G N NN AR AL N




